
SEQUENCE LISTING 



<110> ISOBE, KIMIYASU 
YAMAGUCHI, SEIKI 
KOBAYASHI, MASAYUKI 
KUMAGAI, SHINYA 
SARASHINA, TAKAMI 

<120> D-AMINOACYLASE 

<130> 273891US0XPCT 

<140> 10/539,281 
<141> 2005-06-16 

<150> PCT/JP03/16182 
<151> 2003-12-17 

<150> JP 2002-366389 
<151> 2002-12-18 

<150> JP 2003-351560 
<151> 2003-10-10 

<160> 11 

<170> Patentln version 3.3 

<210> 1 

<211> 1500 

<212> DNA 

<213> Def luvibacter sp . A131-3 

<400> 1 



atggccaaaa 


gcttcgatct 


cgtcattcgc 


aacggcaggg 


tcgtcgatcc 


ggaaaccggt 


60 


catgatgcga 


ttgccgatgt 


agcggtatcc 


ggcggccaga 


tcgttgcagt 


cggtccgtcg 


120 


ctaggtgccg 


gaaagaggga 


gatcgacgcg 


accgggctcg 


ttgtctcacc 


gggcttcatt 


180 


gacctccatg 


cccacgggca 


atccattccc 


gccgaccgga 


tgcaggcctt 


cgacggcgtc 


240 


accaccgcgc 


tggagcttga 


ggtgggctcg 


ctgcccgtcg 


cgcgctggta 


cgaacagcag 


300 


caggccgggg 


gccgcgtgct 


caactacggg 


accgccgctg 


catggatctt 


cgcgcgcaag 


360 


gccgtgatga 


tcggaatgga 


actcgatggc 


cgcctcgcgc 


cgatcgagat 


gatgggtgcc 


420 


ggctccgacg 


acatgcgctg 


gtcggtggac 


gccgcgactg 


cgccgcagac 


cgatgatatt 


480 


gtccggctga 


cgcgtcaggc 


tctcgaagaa 


ggcgcactcg 


gcatcggcat 


acctcacggc 


540 



1 



tatgccgccg gcgctggcgt caaggaaatg acgcgaatct gcgaactggc tgcagaattc 600 

gaccggccga cctataccca cattccctac atgtccaaca ttgaccccag aagctcggtc 660 

gaggcttatg tgcaactgat cggcctggcc ggtgcaaccg gcgcacacat gcatatctgc 720 

caccttaaca gcaccagcct gcgggacgtc gaggatgccg cgaggctgat cgccaaagca 780 

caggcacagg gtcttccgat caccaccgag gcctatccct acggcacggg atcgaccgtg 840 

atgagcgccc gcttcttcat tgactccgat tttgccgaac gaaccggaac gggctacgac 900 

gccatccagg tcgtctcgag cggcaagcgc tttgagaacc gggacgaact cgtggcagcg 960 

cgcgccgaaa ccccggaagc actggtgctg tggcattatc tcgacaccga caatccccac 1020 

gatcagcggc tgctcgacgt ctcggtgatg tatccgggcg gcgccatcgc ctccgatgcg 1080 

gtgccgtgga gcaatcccga cgggacgctg tacaccggcg aggaatggcc gctcccggcc 1140 

gacaagacgt cccatccgcg ctcggccggc acctataccc gcttcctcgc ccagtgggtg 1200 

cgcgaacgcg aggcggtgcc actggttgaa gccatcgcca aatgcgcgct cattccagcg 1260 

cagatcgtcg agcgctgcag cgacgtgttc cgccgcaagg gccggcttca gcccggatgc 1320 

gacgccgaca tcgtgatttt cgaccttgaa tccgtgcagg acaggtcaac gttcgaggac 1380 

atgcacctcg ccgccgacgg catggtccat gtgctggtca acggcgaggc cgtgatcgcg 1440 

aatggcgaac tcgtgcgcga cgcgcgttcc ggccgtgcca tccggagcac gccgcgatga 1500 

<210> 2 
<211> 499 
<212> PRT 

<213> Def luvibacter sp.A131-3 
<400> 2 

Met Ala Lys Ser Phe Asp Leu Val lie Arg Asn Gly Arg Val Val Asp 



Pro Glu Thr Gly His Asp Ala lie Ala Asp Val Ala Val Ser Gly Gly 
20 * 25 30 

Gin He Val Ala Val Gly Pro Ser Leu Gly Ala Gly Lys Arg Glu He 
35 40 45 

2 



Asp Ala Thr Gly Leu Val Val Ser Pro Gly Phe lie Asp Leu His Ala 
50 55 60 



His Gly Gin Ser lie Pro Ala Asp Arg Met Gin Ala Phe Asp Gly Val 
65 70 75 80 



Thr Thr Ala Leu Glu Leu Glu Val Gly Ser Leu Pro Val Ala Arg Trp 

85 90 95 



Tyr Glu Gin Gin Gin Ala Gly Gly Arg Val Leu Asn Tyr Gly Thr Ala 
100 105 110 



Ala Ala Trp lie Phe Ala Arg Lys Ala Val Met lie Gly Met Glu Leu 
115 120 125 



Asp Gly Arg Leu Ala Pro lie Glu Met Met Gly Ala Gly Ser Asp Asp 
130 135 140 



Met Arg Trp Ser Val Asp Ala Ala Thr Ala Pro Gin Thr Asp Asp lie 
145 " ~ 150 155 160 



Val Arg Leu Thr Arg Gin Ala Leu Glu Glu Gly Ala Leu Gly lie Gly 

165 170 175 



lie Pro His Gly Tyr Ala Ala Gly Ala Gly Val Lys Glu Met Thr Arg 
180 185 190 



lie Cys Glu Leu Ala Ala Glu Phe Asp Arg Pro Thr Tyr Thr His lie 
195 200 205 



Pro Tyr Met Ser Asn lie Asp Pro Arg Ser Ser Val Glu Ala Tyr Val 
210 215 220 



Gin Leu lie Gly Leu Ala Gly Ala Thr Gly Ala His Met His lie Cys 
225 230 235 240 



His Leu Asn Ser Thr Ser Leu Arg Asp Val Glu Asp Ala Ala Arg Leu 



3 



245 



250 



255 



lie Ala Lys Ala Gin Ala Gin Gly Leu Pro lie Thr Thr Glu Ala Tyr 
260 265 270 



Pro Tyr Gly Thr Gly Ser Thr Val Met Ser Ala Arg Phe Phe lie Asp 
275 280 285 



Ser Asp Phe Ala Glu Arg Thr Gly Thr Gly Tyr Asp Ala lie Gin Val 
290 295 300 



Val Ser Ser Gly Lys Arg Phe Glu Asn Arg Asp Glu Leu Val Ala Ala 
305 310 315 320 



Arg Ala Glu Thr Pro Glu Ala Leu Val Leu Trp His Tyr Leu Asp Thr 

325 330 335 



Asp Asn Pro His Asp Gin Arg Leu Leu Asp Val Ser Val Met Tyr Pro 
340 345 350 



Gly Gly Ala lie Ala Ser Asp Ala Val Pro Trp Ser Asn Pro Asp Gly 
355 360 365 



Thr Leu Tyr Thr Gly Glu Glu Trp Pro Leu Pro Ala Asp Lys Thr Ser 
370 " 375 380 



His Pro Arg Ser Ala Gly Thr Tyr Thr Arg Phe Leu Ala Gin Trp Val 
385 390 395 400 



Arg Glu Arg Glu Ala Val Pro Leu Val Glu Ala lie Ala Lys Cys Ala 

405 410 415 



Leu lie Pro Ala Gin lie Val Glu Arg Cys Ser Asp Val Phe Arg Arg 
420 425 430 



Lys Gly Arg Leu Gin Pro Gly Cys Asp Ala Asp lie Val lie Phe Asp 
435 440 445 



4 



Leu Glu Ser Val Gin Asp Arg Ser Thr Phe Glu Asp Met His Leu Ala 
450 455 460 



Ala Asp Gly Met Val His Val Leu Val Asn Gly Glu Ala Val lie Ala 
465 470 475 480 



Asn Gly Glu Leu Val Arg Asp Ala Arg Ser Gly Arg Ala lie Arg Ser 

485 490 495 



Thr Pro Arg 



<210> 
<211> 
<212> 



3 

20 
DNA 



<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n = inosine 



<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> n = inosine 



<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> n = inosine 



<400> 3 

athmgnaayg gnmgngtngt 



20 



<210> 4 
<211> 23 



5 



<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<220> 

<221> misc_feature 

<222> (6) . . (6) 

<223> n = inosine 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> n = inosine 

<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> n = inosine 

<400> 4 

ckytcnacda tytgngcngg dat 23 



<210> 5 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 



<210> 6 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA 

<400> 6 

tgccactggt tgaagccatc gcca 24 



<400> 
ataccgc 



5 

tac atcggcaatc gcat 



24 



<210> 



7 



6 



<211> 


21 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic DNA 


<400> 


7 


atggccaaaa gcttcgatct c 


<210> 


8 


<211> 


22 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic DNA 


<400> 


8 


tcatcgcggc gtgctccgga tg 


<210> 


9 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Peptide 


<400> 


9 



22 



Lys Ser Phe Asp Leu Val lie Arg Asn Gly Arg Val Val Asp Pro 
15 10 15 



<210> 10 

<211> 12 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Synthetic Peptide 



<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> Xaa can be any naturally occurring amino acid 



7 



<220> 

<221> misc_f eature 
<222> (10) . . (10) 

<223> Xaa can be any naturally occurring amino 
<400> 10 

Ala Gin Ala Gin Gly Leu Xaa lie Thr Xaa Glu Ala 
15 10 



<210> 


11 


<211> 


11 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthetic Peptide 


<400> 


11 



Thr Ala Leu lie Pro Ala Gin lie Val Glu Arg 
15 10 



8 



